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1 AAGCTTCGCG GCCTCTGCAG AKGACTTGTG CAAACACTTC CTCTCTGGAC 

si aaggaggaat'-'-gcaggaggcc accgcctgca gtacatcttg gagtgttgga 

101 GGGATGTGCC TGCACTTGTG AACGGGCGCC AGGAGAATGA GGCCCCAACC 
XS1 AAGCCCGGCA GTGCCCAGTA GATGCAGAGA GGCACCCGTG CCCCGAGTGA 

201 GGGCACAGCC agtgggcaic cctgaggccc aggggcccgt tcctctccac 

251 TCCCAACAGA TGCGTCTGCT GTGGGGCCCT GGGAGGCCCT TCCTCGCCCT 
301 GCTTCTGCTG GTTTCCATCA AGCAAGTTAC AGGATCGCTC CTCAAGGAGA 
35X CAACTCAGAA GTGGGCTAAT TATAAGGAGA AGTGTCTGGA AGACTXGCAC 
401 AATAGACTTT CT G GCAT ATT TTGTAATGGG ACATTTGATC GGTATGTGTG 
451 CTGGCCTCAT TCTTATCCTG GAAATGTCTC TGTTCCCTGT CCTTCATACT 
50X TACCTTGGTG GAATGCAGAG AGCCCAGGAA GGGCCTACAG ACACTGCTTG 
551 GCTCAGGGGA CTTGGCAGAC GCGAGAGAAC ACCACAGATA TTTGGCAGGA 
,01 TGAATCAGAA TGCTCAGAGA ACCACAGCTT CAGACAAAAC GTGGATCACT 
651 ACGCCTTGCT ATACACCTTG CAGCTGATGT ACACTGTGGG CTACTCCGTG 
701 TCTCTCATCT CCCTCTTCTT GGCTCTTACA CTCTTCTTGT TCCTTCGAAA 
75 1 ACTGCATTGC ACACGCAATT ACATCCACAT GAACCTGTTC GCTTCGTTCA 
801 TCCTGAAAGT TCTGGCIGTC CTGGTGAAGG ACATGGTCTC CCACAACTCT 
851 TACTCCAAGA GGCCCGATGA TGAGAGTGGA TGGATGTCAT ATCTGTCAGA 
901 GACATCCGTC TCCTGTCGCX CCGTCCAGGT CCTCCTGCAC TACTTTGTGG 
951 GCACCAATCA CTTGTGGCTG CTGGTTGAAG GACTTTACCT CCACACTCTG 
1001 cxGGAGCCCA CAGTGTTTCC TGAAAGGCGG CXGTGGCCCA AGTACCXGGT 
105 1 GGTGGGTTGG GCCTTCCCCA TGCTGTTTGT TATTCCCTGG GGTTTTGCCC 

HOI GTGCACACCT ggagaacaca cggtgctggg ccacaaatgg gaacctgaaa 

1151 ATCTGGTGGA TCATCAGAGG ACCCATGCTG CTTTGTGTAA CAGTTAATTT 

1201 CTTCATCTTC CTCAAGATTC TCAAGCTTCT CATTTCTAAG CTCAAAGCTC 

1251 ATCAGAIGTG CTTCAGAGAC TACAAATACA GATTGGCGAA ATCAACGTTG 

1301 CTCCTCATTC CTTTGTTGGG GGTTCATGAG GTCCICTTCA CTTTCTTCCC 

1351 CGACGACCAA GTTCAAGGAT TTTCAAAACG TATTCGACTC TTCATCCAGC 

1401 TGACACTGAG CXCTGTCCAC GGATTTCIGG TGGCCTTGCA GTATGGCTTT 
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1451 GCCAATGGAG AGGTGAAGGC AGAGCIGCGA AAGTCATGGG GCCGCTXCTT 
15Q1 ATTAGCCCGC CACTGGGGCT GCAGAACCTG TGTCCTGGGG AAGAATTTCC 
1551 GGTTCCTGGG GAAGTGTTCC AAGAAGCTGT CGGAGGGAGA TGGCTCTGAG 
1601 ACACTCCAGA > AGCTGCGGTT CTCCACATGC AGCTCACACC TGGCCTCTGA 
1651 GACCCTGGGA GACGTTGGGG TACAGCCTCA CAGGGGCCGT GGAGCTTGGC 
170 1 CCCGGGGAAG CAGCCIGTCT GAGAGCAGTG AGGGAGACTT CACCCTGGCC 
1751 AATACGATGG AGGAGATTCT GGAAGAGAGT GAGATCTAAG GCAGGGTCCA 
18 01 TCACCGCAGC TTGGCCACTG ARGAtnCCAAC CcTARGAAGG ATKTTGCCGA 
1SS1 RCCCARGGTC CTCCTCTTCC TATGTWCtAT MCCCATTTTG ATGTGAAGTC 
19 01 TCTCCTGGGT GAMCAASCTC TGTACCAACS ARTCTCAgTC CCTCTTGCCC 
ig51 xtgtCAcCCT ACTACCCCTC CCCCATCaCa CATgTTTTCC AGAATKTCCG 
20Q1 TTGGTTTGGG GGGGGGGGTC TTGCCCTAAA TTCAAGTsGA GTGGARCCCA 
2051 CCATGAAGAA AARTCATTTA TTAAATAGAR TCCGGTTAGG ATCTCCTTCC 
2101 CGTTCATGGT GCATGGCCTC CTTCCAAGGG ATGGGAGTCG GSTGCACTGG 
21B1 ^CCCCACAG GAAAcTTTGA AGTATCCAGT TCTAGGGAAT TATAGCCAAT 
2201 ATTCTGAGAG AGCAAGTCTG AGATGAGAKC CGAGAATWGC AAGTGTWGGA 

2251 cAwocArrcA aggaaactcc TCACcrxrgG gcgaaaccta ^ggcaggatc 

230 1 GGCAtGGAGC AGCTATTMTG CAAYGGCCGC TCACCTGGGA CATACCACTC 
2351 TCCTTGGGCA GGATGTGACC CCATGTKGTC CCCCAGACTC CTCTCCTCCT 
^ 240 1 TGCTTSTSTT 'CYTTTCCYGT CAAGTCTCAC CtCCCTTtCT ACATCTCAGT 
2451 TCWGTTTGGT 'gTYGACAGAA GYYTGAATGT CACAATACTG CATGTGTTAG 
2501 TTTCTGTCGT .CATTGCTGTG TCCAAATACC TGACCAGGAC CAATTTAAGC 
2551 GAGGAACTGC TACATGGGCG GCCGC 
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1 MRPQPSPAVP SRCREAPVPR VRAQPVGIPE AQGPVPLHSQ QMRLLWGPGR 
;1 PFLM XLLVS IKQVTGSIiLK ETTQKWANYK EKCLEDLHNR LSGIFCNGTF 
31 DRYVCWPHSY PGKVSVPCPS YLPWWNAESP GRAYRHCLAQ GTWQTRENTT 



L LFLRKLHCTR NYTHMNLFAS FILKVLAVLV KDMVSHNSYS KRPDDESGWM 

1 SYLSETSVSC RSVQVLISYF VGTNHLWLLV EGLYLHTLLE PTVFPERRIiW 

1 PKYLWGWAF PMLFVIPWGF ARAHLEOTRC WATNGNLKIW WIIRGPMLLC 

1 VTVNFFIFLK ILKLLISKLK AHQMCFRDYK YRLAKSTLLL IPLLGVHEVL 

1 FTFFPDDQVQ GFSKRIRLFI QLTLSSVHGF LVALQYGFAN GEVKAELRKS 

H WGRFLIABHW GCRTCVLGKN FRFLGKCSKK LSEGDGSETL QKLRFSTCSS 

,1 HLASETLGDV GVQPHRGRGA WPRGSSLSES SEGDFTLANT MEEILEESEI 



151 



DIWQDESECS ENHSFRQNVD HYALLYTLQL MYTVGYSVSL ISLFLALTLF 
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r. A VP P esnnnsp of COS Transf pr.f.Rd \v i t h Clnne^ 



Fcid 




ii II Tf If II 1 



1 3 - .10 30 
Peptide Concentration 
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K C T R N ". ~- H H X L T A 5__T_ I ^_J^J ^ 



A. V I. V X 0 V V ~ Y N 3 Y S X K ? 0 * ^ ^ 

GC7GTAC7GGTGAAGCACGTCCT CTTCTAC^CT CTTACTCCAJWAC^^GACAATGAG ^ _ ^ 



SGGTGGATGTCCTACCTCrr CAGASATGTC~ACCTCC?3CCGCTCA« i CCACv i =. CTC 




5 X L K A H Q « C " ?. 0 

^CTAAGCT^AAGCTCATCAAATGTGCTTC^AGAi i i ""'"""11"^ 



t £, V L I ? — L GV HI I 5_j_ 
AC^CTGGTCCTCATTCCmrA— SGGCSTTCAT3ASATO. » w , TC7- ^•-•;„tl-'^ 



0 Q 

GATCAAG 
;i 557 



A ^09/331 127 

PCT/CA97/00969 

WO 98/25955 



(SEQ ID NO: 11) 



ACCAAGAGGAATGCAAGAGGAGGCTGC 



TGGAGAGGATTTSTGCAAACATTTC7TCTGTGGAC 
CTGCGGTGCATCTTGGACGGCTAGAGAGJATGTACCCCrACTTGTG^^ 



120 

~ - r r-sS^AC-OG?- GSAGLL ? G 
121 + * *"' 

CGTC^clAGCTGCCaATGGGCATCC^^^ M 
131 ♦ * * 

caggaagtcctctctctggS^^ 300 

241 * * * 

catcLgcaagttIca^ 3S0 



301 



351 



421 
481 



54 1 



soo 



cgagaaccacagcttcaagcaaaacgtggaccgttatg^ s , 0 

601 * "* "* 

C^kcAGCGrG^A^ 72 , 

, T v C trn v IHMNLFAS 
CTTGTTTCTTCGAA^^CTCCACTGcicGCGCAACTACATCCA 7g(J 
721 "* * * 

t^cItcctgagaIccctg^ 8 ,o 

731 ♦ * * *" 

KRPDNENGMM S V._L_^„!_«_i. r .^4^r. 



841 



COGC^GCAGG^C^^ 9S0 
901 + + 

TG^CCTcLcCT^^^ 10 20 
961 - -* * 
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oryli-lgwa??vl?vvpwg: 
qcccagatacctgctgttgggttgggccttccctgtgctatttgttgtaccctgggg i 

1021 + ♦ ' * * 



1030 



ARAHLEKTGCWTTNGMJC5IW 
CGCCCG7GCACACCTGGAGAACACAGGGTGCTGGACAAC\AATGGGAATAAGAAAATCTG 
1091 — - - * — ♦ 1140 

W I iRGPMMLCVTVSrFFIrLX.* 
GTGGATCATCCGAGGACCCATGATCCTCTGTGTAACAGTCAATTTCTTCXTCrTCCTGAA 

1141 ♦ + * * * "* 



YRLAKSTLVLIPLLCVHEIL 
ATACAGATTGGCAAAATCAACACTGGTCCTCATTCCTTTATTGGGCGTTCATGAGATCCT 

12S1 * * - + - * ~" + 

'SFITD DQVEGFAXLIR L 7 I 
CTTCT CTTTCATCACTGATGATCAAGTTGAAGGATTTG CAAAACTTATACGACTTTTCAT 
1321 ♦ * * * * 

QLTLS SFKG-LVALQYG _? A N 
TCAGTTGACACTGAGCTCCTTrCATGGGTTCCTGGTGGCCTTGCAGTATGG » - ^GCCAA 
1381 * * * * * "* 



1200 



ILXLLISKL KAHQMCFRDYX 
AATTCTCAAGCTTCTCATTTCTAAGCTCAAAGCTCATCAAATGTGCTTCAGAGATTATAA 
1201 * *" — + 1250 



1320 



13B0 



1440 



GEVKAELRKYWVRFLLARH S 
TGG AGAAGTGAAGGCTGAGCTGCGGAAATACTGGGTCCG CTTCTTGCTAGCCCGCCACTC ^ ^ 

gcracvlgxdfrf'i/gkc? kk 

AGG CTGCAG AG CCTGTGTCCTGGGGAAGG ACTTCCGGTTCCT AGG AAAA7GTCCCAAGAA 

isol * --* ~* * * 

LS-GDGAEKLRKLQPSLNSG 
GCTCTCGGAAGGAGATGGCGCTGAGAAGCTrCGGAAGCTGCAGCCCTCACTTAACAGTGG 

issi — * * — * * 



1350 



1S20 

L H L A M R G L G E L G A Q ^^Q^Q 

GCGGCTC 

1S21 



GCGGCTCCTACATCTAGCCATGCGAGGTCTTGGGGAGCTGGGCGCCCAGCCCCAACAGGA ^ 



HARWPRGSSLSZ.CSEGDVTM 
CCATGCACGCTGGCCCCGGGGCAGCAGCCTS7CCGAGTGCAGTGAGGGGGATGTCACCAT 
1681 - — — * — — + 1740 

A N T M E E ilsesex * 
GG CCAACACCATGG AGGAGATTCTGGAAGAGAGTG AG ATCT AGGGTGG AGTTC CACCACC 

1741 — " — — * " + 1900 

CTGGCTCTGCrCCCAGGGACTCTTGAGGGGGCCCAGGAAGAGGAAGCAAAGCAGGACACA ^ ^ 

isol ♦ * ; * * * * 

CGTTGCrGGGCACGGAATCATTCTCGTTCC^TTCACCATGCCACTTTGATATGAAAGCTA 

iasi ♦ * * * * * 

TCACAAGGTTCITCAAGCTCTGTATG^a^GAGGCTGTGTGTCATGCTCACAGCCTCTGCC 
1921 * ♦ * * — 1980 

TGCTCTTCTCATCCTAATAACCCCCACCA G T iji ' b il l I CCACAATGCCCACCAGACCCTA 
1931 - — + - — ♦ * ~* 2 4 

GGGCCTGGCrCTAAATTCAAGCCAATGAAGXCCCACCCGGAATT<_l UlUUlil LACCC 

CTGGAAGAAATA 
2101 — - 2112 
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Human GLP-2 Rscepcar Complete Open Reading Frame 

Note: Translation siav start with M-l or M-2S. 

Length: S53 April 21. 1997 07:42 Type: ? Check: 2775 

1 MXLGSSRAG? GRGSAGLI.PG VKZLPMGIPA PWGTSPL5FK PJX3I.WA5G3 

SI PrI.TI.VXa.VS IKQVTGSLXiZ ZTTRXWAQYIC QACUiDLLXZ PSGIr CNGT? 

101 DQYVCWPE3S PGUVSVPCPS YLPWWSHSSS GRAY3KCLAQ GTWQTIiNAT 

1S1 DIWQDDSZCS EMHSFiCQNVD HYALLSTLQL MTTVGY37SL ISirLALTLI. 

201 LFLRXLHCTR NYIHMNLFAS FILHTLAVLV OTW7TNSYS 2KPDNSNGWM 

2S1 SYLSEMSTSC RSVQVXiHYF VGANYLWLLV ZGLYLKTLLE PTVLPEakLW 

301 PRYLLLGWA7 PVLFWPWGF ARAHL.EHTGC WTTNGNKXIW WIIP.GPMMLC 

351 VTVNrrTrLX ILXLLISXLX AKQMCFRDYX YRLAXSTLVl, IPLLGVKSII. 

401 r ScITDDQVi GFAXL.IRLFI QLTLSSFKG? LVALQYGrAN CZVXAZUIXY 

451 WVRriXASKS GCRACVLGXD FRFLGXCPXX LSSGDGAHXL SXLQPSLNSG 

S01 P.I.LHLAMRGL GELGAQPQQD HAH.WPRCSSL S2CSZGDVTM MTTMS2I1.SS 

SSI SZ1 
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1 MRPQPSPAVPSRCREAPVPRVRAQPVGIP^QGPVPLHSQQMRLLWGPGR 50 

1 M^GSSRAGPGRGSAGLLPGVHELPMGIPAPWGTSPLSFHRKCSLWAPGR 50 

51 PFLALLLLVSIKQVTGSLL^TTQKWANYKEKCLEDLHNRLSGIFCNGTF 100 

i I I | I I I I I I I I | I I 1 | . | | 1 . | | I ||: II II I I I I I I I I I 
51 P FLT LVLLVS I KQVT G S LLE ETTRKWAQ YKQACLRDLLKEP S G I FCNGT F 100 

101 DRYVCWPHSYPGNVSVPCPSYLPWWNAESPGRAYRHCIAQCTWQTREOT^ 150 

101 | | | | j | j I iiiiniiiiiiiii. II IIHIIIIIIIIIM I! I 

101 i^WCWPHSSP^^ 150 

151 diwqdesecsenhsfrqnv6hyallytlqlmytvgysvsl^ 200 
i i ii i • i i ii i 1 i i i : i i i i iii i ml i imiimimi 

151 DIWQDDSECSENHSFKQNV^ 200 

201 LFISKLHCTlbiYI^^ 250 

i i i i i i i I I I I I I I I I I I I : • : I II I I I i • I • I I I 

201 LFLRKLHCTRNYIHMNLFA^ 250 
9^1 SYLSETSVSCRSVQVLLHYFVGTNHLWLL^GLYLHTLLEPTVFPERRLW 300 
251 ?Y | | | | | | | | | | | | 1 | | | | I I : I I I I I I M I I I i I I I I I I I I I t I I , nn 
251 SYLSEMSTSCRSVQ^LHYFVGANYLWLL^ 300 

301 PKYLWGWAFPMLFVIPWGFARAHLENTRCWATN^ 350 

i -ii ii I II 111:1111111111 Ml I II III Ml MM 

301 PRYLLLGWAFP^FWPWGFARAHLENTGCW 350 

351 VT VN FFI FLKI LKLLI S KL KAHQMC FTlDYKYRLAKS'y LLLI P LLGVHE VL 400 
II I II I I I M 1 1 I II II I M 1 1 I M 1 1 1 M 1 I I M . I M I II I I M I 

351 \TT^FFI FLKI LKLLI S^KAHQ^ 400 

401 FTFFPDDQVQGFSKRIRLFIQLTLSSVHGFLVALQYGFAN 450 
i i i i I hi I I MMIIIIIII III MIMMIIMM 

401 FSFITDDQVEGFAKLIRLFIQLTLSSFHGFL^ 450 

451 WGRFLLARHWGCRT CVLGKN FRFLGKC S KKL S EG DG S ET LQKLRFS T C S S* 500 
451 WVRFLLARHS GCRAC^GKE) FRFLGKCPKKL S EG DGAEKLRKLQ P S LN S G 500 
501 ...HLASETLGOVGVQPHRGRGAWPR^ 547 

501 rllhlamrglge£gaqpqqdharwprgsslsecsegdvtmantmeeilee 550 



548 SEI 550 
I I I 

551 SEI 553 
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GL2R_RAT_R 
HWBRPAT_.TR 
GLPR_HUMAN 



MRPQP S PAVPS RCREAPVPRVRAQPVGI PEAQGPVPLHS QQMRLLWGPG- RP FLALLLLV 
MKIX3SSRAGPGRGSAGLIJGVHELPMGIPAPWGTSPI^FHRKCSI.WAPG-RPFI.TLVIi.V 
MAGAPGPLRLALLLLGMVGRAGPRP 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HUMAN 



SIKOVTGSLLiarrrQKMANYKEKCXEDLHNRL- - -SGIFCNGTFDRYVCWPHSYPG-NVS 

S I KQVTGSIXEETTRKWAQYKQACLRDLLKEP SGI FCNGTFDQYVCWPKSSPG-NVS 

O^TVSLWETVQKWREYRRQCQRSLTEDPPPATDLFCaiRTFDEYACWPDGEPGSFVN 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HUMAN 



VP CPS YLPWWNAES PGRAYRHCIAQGTWQTPXNTTDIWQDESECSENHS FRQNVDHYALL 
WCPSYIiPWWSEESSGRAYRHCLAQGTWQTIENATDIWQDDSECSENHSFKQNVDRYALL 
VSCPWYIiPVtASSVPQGWraFCTAEGLVOX5KDNSSLPWPJ3LSECEES KRGERS S PEEQLL 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HUMAN 



YTLQLMYTVGYSVSLISLFXAIjTLFIjFIiRKLHCTRNYTHMNI^ 
STLQLKrrVGYSFSLISLFLALTIiliLFLRia^C^ 

F - LYI I YTVGYALS FS ALVIASAI LiGFRHLHCTRNYIHLNIiFAS FILRALSVFI KDAAL 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR HUMAN 



HNSYS KRPDDESGWMSYLS - ETSVSCRSVQVLLHYFVGTNHLWIXVEGLYIJrriiLEPTVF 
YNSYSKRPDNENGWMSYLS - EMSTSCRSVQVIXHYFVGANYLWIXVEGLYLHTLLEPTVL 
KWMYST - AAQQHQWDGLLS YQDSLS CRLVFLLMQYCVAANYYWIjIjVEGVYLYTLIiAFSVF 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HDMAN 



PERRLHP KYLWGWAFPMLFVI pWGFARAHLENTRCWATNGNIiKI WWI IRGPMLLCVTVN 
PERRLWPRYLIjLGWAFPVLFVVPWGFARAHIjEHTGCWTTNGNKra 

SEQWIFRLYVSIGWGVPIiFVVPWGIVICfLY^DEGCWTRNSNMNYWLIIRIjPILFAIGVN 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HUMAN 



FFI FLKILKIilSKIJCAHQMCFRDYKYRLAKSTLIiIil PIiIiGVHEVLFTFFPDDQVQGFS K 
FFTFIJCIIJCLIiISKIJOXHQMCFRDYKYRIAKSTLVLIPLIjGVHEIIjFSFITDDQVEGFAK 
FXiIFVRVICIVVSKCJCANliMCICrDIKCRIjAKSTLTLIPLIiGTHEVIFAF 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR HUMAN 



RIRLFIQLTLSSVHGFLVAWYGFANGEVKAEIJUCSWGRF 
L.IRLFIQLTLSS FHGFLVAI^YGFANGEVKAEIJUCYWRFLIARHSG^ 
FIKLFTELSFTSFQGLMVAILYCFVNNEVQLEFRKSWERWRIjEHIiHIQRDSSMKP 



GL2R_RAX_R 
HWBRPAT_TR 
GIiPR_HUMAN 



GKCSKKLSEGDGSETLQKLRFSTCSS- - -HLASETLGDVGVQPHRGRGAWPRGSSLSESS 
GKCPKKLSEGDGAEIttiRlCLQPSLNSGHLIjHIiAMRGIjGEIXSAQPQQDRARWPRGSSLSECS 
LKCPTSS -LSSGATAGSSMYTATCQASCS 



GL2R_RAT_R 
HWBRPAT_TR 
GLPR_HUMAN 



EGDFTLANTMEEILEESEI 
EGDVTMANTMEEIIiEESEI 
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